10- 61 5- 383a- 16. rag. 



Unt i 1 1 ed 



Title: US- 10- 615-383A- 16 

Perfect score: 51 

Sequence: 1 TYTFTDYVD 9 

PN VCB7AQ721- A1 . 

PD 24- DEC- 1 997. 

PF 18- J UN- 1997; 97W> SE001 091 . 

PR 20- J UN- 1996; 96SE- 00002496. 

PA (GUSS/) GUSS B. 

PA ( Nl LS/ ) Nl LSSCN M 

PA ( FRYK/ ) FRYKBERG L. 

PA ( FLOG/ ) FLOCK J . 

PA ( LI ND/) LI NDBERG M 

PI Quss B, Ni I sson M Frykberg L, Flock J, Lindberg M 

DR V\PI ; 1998-063079/ 06. 

DR N-PSDB; AAV04279. 

DR PC NCBI ; gi 3201550. 
XX 

PT Fi br i nogen- bi ndi ng protein f r om coagul ase- negat i ve Staphylococcus - used 

PT for prevention, treatrrent and diagnosis of Staphylococcus infection. 
XX 

PS Exanpl e 3; Fi g 6; 45pp; Engl i sh. 

CC The protein conprises the fibrinogen binding protein (FIG) of coagul ase- 

00 negative Staphylococcus epidernridis MB. Its arri no acid sequence was 

00 deduced from the isolated fig gene (see AAV04279) . The closest known 

00 anal ogue of FI G i s t he cl unpi ng f act or of S. aur eus whi ch al so bi nds 

00 fibrinogen and promotes bacterial aggregation in serum Reconti nant FIG 

CO polypeptides can be expressed in host cells. They are used as i nrrunogens, 

00 particularly in vaccines (which may be expressed i n vi vo) to protect 

CC hunnns and ani nnl s against coagul ase- negat i ve Staphylococcus infection. 

CC Antibodies raised against FI G can be used for passive i nmini sat i on. They 

CC block the adherence of bacteria) and for diagnosis. (Updated on 17-CCr- 

CC 2003 1 0 St andardi se OS f i el d) 
CC 

CC Revised record issued on 18- OCT- 2007 : Enhanced with precorrputed 

CC i nf or mat i on f r om BCND. 

X 

SQ Sequence 1092 AA; 

Query ^/bt ch 100.0% Score 51; DB 2; Length 1092; 

Best Local Si m I ar i t y 100.0% Pred. No. 25; 

IVbtches 9; Conservative 0; srrat ches 0; I ndel s 0; C^ps 0; 
CV 1 TNTFTDYVD 9 

Db 372 380 



US- 10- 61 5- 383 A- 10 
PQf f0Q"t SCOTG' A-Q2.A- 

Sequence: 1 LKKNNLLTKKKPI ANKSNKY FAGLG^LLLGKRRKNRKNKN 930 
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Unt i 1 1 ed 

\AC9748727- A1 . 

PD 24- DEO 1997. 

PF 18- J UN- 1997; 97W> SE001 091 . 

PR 20- J UN- 1996; 96SE- 00002496. 

PA (QUSS/) QUSS B. 

PA ( Nl LS/ ) Nl LSSCN M 

PA ( FRYK/ ) FRYKBEFG L. 

PA (FLOCy) FLOCK J. 

PA ( LI NC^ ) LI NDBERG M 
XX 

PI Quss B, Nl I sson M Frykberg L, Flock J, Lindberg IVt 

DR Wl ; 1998-063079/06. 

DR N-PSDB; AAV04279. 

DR PC: NCBI ; gi 3201550. 
XX 

PT Fi br i nogen- bi ndi ng protein f r om coagul ase- negat 1 ve Staphylococcus - used 

PT for prevention, treatment and diagnosis of Staphylococcus infection. 
XX 

PS Exarrpl e 3; Fi g 6; 45pp; Engl i sh. 
XX 

CC The protein corrprises the fibrinogen binding protein ( FI Q of coagul ase- 

CC negative Staphylococcus epi derni di s HB. Its ani no acid sequence was 

CC deduced from the isolated fig gene (see AAV04279) . The closest known 

CC anal ogue of FI G i s t he el unpi ng f act or of S. aur eus whi ch al so bi nds 

CC fibrinogen and promotes bacterial aggregation in serum Reconti nant FIG 

CC polypeptides can be expressed in host cells. They are used as i nminogens, 

CC particularly in vaccines (which may be expressed i n vi vo) to protect 

CC humans and ani nnl s against coagul ase- negat i ve Staphylococcus infection. 

CC Antibodies raised against FI G can be used for passive 1 muini sat 1 on. They 

CC block the adherence of bacteria) and for diagnosis. (Updated on 17-OCT- 

CC 2003 t 0 St andardi se OS f i el d) 
CC 

CC Revised record issued on 18- OCT- 2007 : Enhanced with precorrputed 

CC i nf or mat i on f r om BOND. 
XX 

SQ Sequence 1092 AA; 

Query ^/fetch 93.0% Score 4485; DB 2; Length 1092; 

Best Local Sirrilarity 81.1% Pred. No. 2. 4e-212; 

l\/btches 883; Conservative 19; MsrrHtches 27; I ndel s 160; C^ps 3; 



0/ 2 KKNNLLTKKKPI ANKSNKYAI RKFTVGTASI VI G^LLFaGHNEAKAEEISTTVQDVKDSN 61 

0/ 62 IVDDELSDSNDGSSNEEKNDVI NNSCSI ISTTDDDNa I KKEETNSNDAI ENRSKDI TCSTTN 120 

0/ 121 VDENEATFLQKTPQD\rraKEEWKEPSSVESSNSSI\/DTAGGPSI-rrTI NSEASI OrSDNE 1 80 

Db 124 VDENB\TFLa<TPaD^HLTEEEvkESS^^ 183 

0/ 181 ENSRVSDFANSKI I ES^r^ESNKEE^f^l EQPNKVREDSI TSCPSSYKNI DEKI SNQDELLN 240 

Db 184 EDSHVSDFANSKI KESNTTESGKEeUtI EliNKVkEDSTTSQPSGfVTNl DEkI SNQDELLN 243 

0/ 241 LPI NEYENKVRPLSTTSAQPSSKRVr\Ma-AAEQ3SNVNHLI KVTDQSI TEG/DDSDQ I 300 
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0/ 
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0/ 








0/ 








Ctj 








Dj 
yj/ 












Db 


964 


0/ 


881 


Db 


1024 


0/ 


922 


Db 


1084 



Unt i 1 1 ed 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I :| :| 

LPI NEYENKAFPLSTTSACPSI KRVTVNaAAECGSNVNHLI KVTDCSI TEGYDDSEGVI 303 

KAHDAENLI YDVTFEVDDKVKSGDTMTVNI DKNTTVPSDLTDSFAI PKI KDNSGEI I ATGT 360 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I :| I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 



III I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
YDNKNKQ TYTFTDYVDKYENI KAHLKLTSYI DKSKVPNNISrTKLDVEYKTALSSVNKTI T 423 

VEYCKPNENRTANLCSM=TNI DTKNhTVEQTI Yl NPLRYSAKETNVNI SGNGDEGSTI I D 480 

II II :|| II I II II II I I I I I I I I I I I I I I I I I I I I I I I I I I I I II II II II II II II II 
VEYQRPNENRTANLCSIVFTNI DTKNHTVEQTI Yl NPLRYSAKETNVNI SGNGDEGSTI I D 483 

DSTI I KVYKVGDNGNLPDSNRI YDYSEYEDVTNDDYAaCNNNDVNI NFGNI DSPYI I KV 540 

I I I I I I I I I I I I I I I II II II II II II II II I II I I I I I I I I I I I I I I I I I I I I I I I I II 
DSTI I KVYKVGDNCMLPDSNRI YDYSEYEDVTNDDYAaCNNNDVNI NFGNI DSPYI I KV 543 

I SKYDPNKDDYTTI CnrvrM3m NEYTGEFRTASYDNTI AFSTSSQQGQGDLPPE^YK 600 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I 
I SKYDPNKDDYTTI C^^V^^A3m NEYTGEFRTASYDNTI AFSTSSQQ3QGDLPPEKTYK 603 

I GDYW\EDVDKDQ GNTNDNEKPLSNVLVTLTYPDGrSKSVFTDEEOKYQFDaKNaTY 660 
I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I :| I I I I I I II II I I I 
I GDYWCDVDKDQ CNTNDNEKPLSNVLVTLTYPDGTSKSVRTDEDGKYCFDGLKNGLTY 663 

Kl TFETPEGYTPTLKHSGTNPALDSEGNSVWTI NQQDDMTI DSGFYOTPKYSLGNYVW 720 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I II I II I I I I I I I I I I I I I I I I I I 
Kl TFETPEGYTPTLKHSGTNPALDSEGNSVW^I NQCDDMri DSGFYOTPKYSLGNYVVW 723 

DTNKDGI QGDDEKGI SGVKN^LKDENGNI I STTTTDENOKYCFDNLNSGNYI VHFDKPSG 780 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 
DTNKDGI QGDDEKGI SGVKVTLKDENGNI I STTTTDENOKYCFDNLNSGNYI VHFDKPSG 783 

MTOnTDSGDDDECDADGEEVHVTI TDHDDFSI DNGVYDDDSDSDSDSDSDS^ 833 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I :| I I I I I I I I I I I 
MTOnTDSGDDDECDADGEEVHVTI TDHDDFSI DNGYYDDESDSDSDSDSDSDSDSDSDS 843 

833 

844 DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDS 903 

834 - --- 833 

904 DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDS 963 

DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSGL[> 880 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I 

DSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSDSVSDSDSDSDSDS 1 023 

NSSDK^fTKDKLPDTG^NEDHDSKGTLLG^LFAGLG^LLLGK 921 

I I I I I :| I I I I I I I I I I I I : I I I I I I I I I I I I I I I I I I I 
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